HEHS: AGTC-PB11-100

HEHS: AGTC-PB11-100 (Ver. 1.0) (100 rxn)
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Cycle Sequencing

Contig Assembly
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"‘ AquaGenTech co. Ltd

5 #EdE

Decapods BOL MT-COX1 PCR Premix [DNA &2&A(0.5 U), 1x PCR
b= M, MgCl, (4 mM), dNTPs (dATP, dCTP, dGTP, dTTP; ZZ 0.6
pM), =er Zato| 37Het dber Zato|m 37H(ZfZE 05 uMm), B
55, loading dye (0.025% bromophenol blue)] (@), FHHE=E
(8Xl A= DNA 20 ng/ul, 10 ul) (@), BZSFET(@), CIHE 274
(RYf2, YRr2, Z}2t 0.5 uM) ( )
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1) PCR SEHEA
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TSRT(@E LS RI0M TS| 0|10 ZHets| Adsiot FH|E A
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Reagent Amount
Decapods BOL MT-COX1 PCR Premix (@) 20 ul
Genomic DNA (2-50 ng) 1-5 pl
Sterile water (@) up to 25 pl
Total volume 25 pl
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Step Temp. Time No. cycle
Initial denaturation 98°C 2 min 1
Denaturation 98°C 10 s 35
Annealing 55°C 15 s
Elongation 68°C 2 min
Final elongation 68°C 5 min 1
Storage 4-8°C S 1
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1) AquaAmp®E OFFOITEI@®O| thottls E31F 554
2) AquaAmp® Decapods BOL MT-COX1 PCR Kit= CHeHE
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